NIBB-Princeton Joint ©ce
Proteomics Training Course

- Protein Identification, Quantification and Characterization -
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Learn proteomics by mass spectrometry in 3 days

B 201757R19H (k) ~ 21H(&) ; July 19-21, 2017
P EREYFMER (BARMIET) ; National Institute for Basic Biology (NIBB) (Okazaki, Aichi, Japan)

B http://www.nibb.ac.jp/proteomics_course

Hands-on experience:

In-gel digestion of protein samples, LC-MS/MS analysis and data visualization by bioinformatics

Lectures:

From the basics of LC-MS/MS to cutting-edge scientific topics in proteomics
Special lecturer: Prof. lleana Cristea (Princeton Univ.)

Prof. lleana Cristea studies molecular and cellular mechanisms in viral
infection using mass-spectrometry-based proteomics, in conjunction
with bioinformatics techniques. She also organizes proteomics course
in Cold Spring Harbor Laboratory, U.S.

In this training course, Prof. Cristea will give intensive lectures
on her studies and experimental instruction.

HUAHAE : —RAR—LR—IZZET I, D IF2017F6H 15H(K) )

Application : http://www.nibb.ac.jp/proteomics_course (Deadline, June 15, 2017) s

Organizer: Naoto Ueno & Shuji Shigenobu (NIBB), lleana Cristea (Princeton UniVv.)
Fees: Free for registration; around JPY 4,000 for banquet
Course size: 16 participants

Language: English

e-mail: proteomics_course@nibb.ac.jp




