56th NIBB Conference
Neocortical Organization

Organizing Chair: Tetsuo Yamamori

March 12 (Fri)-14 (Sun), 2010

The neocortex is a unique structure in mammals and
thought to be the center that directs their perceptions and
behaviors. As such it has been a main focus in neuroscience
for over a hundred years. However, only recently have we
been able to study the mechanisms for the formation and
function of the neocortex at the molecular level. I therefore
decided that it was a good time to organize a meeting in such
a way that it could serve as a catalyst for interaction between
the following two aspects of research on Neocortical
Organization. One was as a venue for studies on the
functional and genetic organization of the neocortex. The
other was that it would also serve as an opportunity for
interaction between leading Japanese and international
researchers who are carrying out cutting-edge research in the
field.

The symposium was organized into the following five
sessions.

Session 1: Formation of Cortical Neural Specificity

Session 2: Functional Organization of Cortical Networks
in the Visual and Auditory Systems

Session 3: Functional Organization of Cortical Networks
in Primates and Humans

and the

Anatomical and Physiological

Session 4: Motion Control

Basis

Session 5: Higher Cognition and

Representation

The symposium was a success, and I would
like to share the concluding remarks as
presented by Prof. Michael Stryker (http://www.
nibb.ac.jp/conf56/report.html) during the final
session of the symposium. Here, I only cite his
last two remarks.

“International meetings can be enormously
useful, as well as pleasant. This meeting gives
us much more than a similar investment of time
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spent reading one another’s papers. For one, we have the
chance to ask and answer questions about points we may
have misunderstood, or points for which we don’t find the
published evidence convincing. The result of such
discussions may be more experiments, a different analysis, or
sometimes just a clarification. In addition, we get to hear and
understand and discuss plans for future directions, which can
improve all our future work. We also learn about new tools
that our colleagues have created. Finally, the Poster Sessions
in particular give us foreigners the opportunity to meet many
brilliant and energetic young Japanese student scientists, and
they to meet us, forming a basis for future scientific
exchanges and postdoctoral fellowships.

Finally

Let us end with an expression of thanks to the National
Institute of Basic Biology and to Professor Yamamori for this
stimulus to progress in neuroscience, and for this celebration
of Community between Japanese and Western science.

Arigato

Michael Stryker, Professor, UCSF”

(Tetsuo Yamamori)
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There are two forms of environmental change that affect
living organisms. One is environmental change which
organisms regularly experience, such as fluctuations in
temperature, availability of food sources, etc. and the other
are those they have not experienced before. In the former
case, organisms rely on their program or genetic network
which has been constructed during evolution to adapt to the
changes and survive. On the other hand, when they are
exposed to environmental changes they have never
developed responses for (for example new pesticides), they
may be virtually eradicated or only a very small percentage
of them survive by developing tolerance to the severe
environment. The mechanisms induced in this case are
dynamic genome changes, such as recombination and
mutation which probably play a central role in biological
evolution. Thus, with this in mind, we titled this conference
“The Dynamic Genome”, and we provided an opportunity
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for a discussion with more than forties international
researchers active in this field. These discussions covered
more complex process, such as gene amplification and

mechanisms involved in proteins, such as cohesin and
condensin, and gene evolution.
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