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The centromeric nucleosome-like CENP-T-W-S-X complex induces positive supercoils into DNA
Takeuchi K, Nishino T, Mayanagi K, Horikoshi N, Osakabe A, Tachiwana H, Hori T, Kurumizaka H and Fukagawa T
Nucleic Acids Res, 2014, 42(3): 1644-1655

Structural basis of a nucleosome containing histone H2A.B/H2A.Bbd that transiently associates with reorganized chromatin
Arimura Y, Kimura H, Oda T, Sato K, Osakabe A, Tachiwana H, Sato Y, Kinugasa Y, Ikura T, Sugiyama M, Sato M and Kurumizaka H
Sci Rep, 2013, 3: 3510

Structural polymorphism in the L1 loop regions of human H2A.Z.1 and H2A.Z.2

Horikoshi N, Sato K, Shimada K, Arimura Y, Osakabe A, Tachiwana H, Hayashi-Takanaka Y, Iwasaki W, Kagawa W, Harata M, Kimura H and
Kurumizaka H

Acta Crystallogr D Biol Crystallogr, 2013, 69(Pt 12): 2431-2439

Genetically encoded system to track histone modification in vivo

Sato Y, Mukai M, Ueda J, Muraki M, Stasevich TJ, Horikoshi N, Kujirai T, Kita H, Kimura T, Hira S, Okada Y, Hayashi-Takanaka Y, Obuse C,
Kurumizaka H, Kawahara A, Yamagata K, Nozaki N and Kimura H

Sci Rep, 2013, 3: 2436

Characterization of nuclear pore complex components in fission yeast
Asakawa H, Yang HJ, Yamamoto TG, Ohtsuki C, Chikashige Y, Sakata-Sogawa K, Tokunaga M, lwamoto M, Hiraoka Y and Haraguchi T
Nucleus, 2014, 5(2), doi: 10.4161/nucl.28487

Human TREX component Thoc5 affects alternative polyadenylation site choice by recruiting mammalian cleavage factor |
Katahira J, Okuzaki D, Inoue H, Yoneda Y, Maehara K and Ohkawa Y
Nucleic Acids Res, 2013, 41(14): 7060-7072
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Structure of human nucleosome containing the testis-specific histone variant TSH2B
Urahama T, Horikoshi N, Osakabe A, Tachiwana, and Kurumizaka H
Acta Crystallogr F Struct Biol Commun, 2014, doi:10.1107/S2053230X14004695

Mislocalization of the Centromeric Histone Variant CenH3/CENP-A in Human Cells Depends on the Chaperone DAXX
Lacoste N, Woolfe A, Tachiwana H, Garea AV, Barth T, Cantaloube S, Kurumizaka H, Imhof A and Almouzni G
Mol Cell, 2014, 53(4): 631-644

Compensatory functions and interdependency of the DNA-binding domain of BRCA2 with the BRCA1-PALB2-BRCA2 complex
Al Abo M, Dejsuphong D, Hirota K, Yonetani Y, Yamazoe M, Kurumizaka H and Takeda S
Cancer Res, 2014, 74(3): 797-807

Telomeric repeats act as nucleosome-disfavouring sequences in vivo
Ichikawa Y, Morohashi N, Nishimura Y, Kurumizaka H and Shimizu M
Nucleic Acids Res, 2014, 42(3): 1541-1552

Functional analyses of the C-terminal half of the Saccharomyces cerevisiae Rad52 protein
Kagawa W, Arai N, Ichikawa Y, Saito K, Sugiyama S, Saotome M, Shibata T and Kurumizaka H
Nucleic Acids Res, 2014, 42(2): 941-951
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Contribution of histone N-terminal tails to the structure and stability of nucleosomes
Iwasaki W, Miya Y, Horikoshi N, Osakabe A, Taguchi H, Tachiwana H, Shibata T, Kagawa W and Kurumizaka H
FEBS Open Bio, 2013, 3: 363-369

Homologous pairing activities of two rice RAD51 proteins, RAD51A1 and RAD51A2
Morozumi Y, Ino R, Ikawa S, Mimida N, Shimizu T, Toki S, Ichikawa H, Shibata T and Kurumizaka H
PLoS One, 2013, 8(10): e75451

Activation of the SUMO modification system is required for the accumulation of RAD51 at sites of DNA damage
Shima H, Suzuki H, Sun J, Kono K, Shi L, Kinomura A, Horikoshi Y, Ikura T, Ikura M, Kanaar R, Igarashi K, Saitoh H, Kurumizaka H and Tashiro S
J Cell Sci, 2013, 126(Pt 22): 5284-5292

Conclusive evidence of the reconstituted hexasome proven by native mass spectrometry
Azegami N, Saikusa K, Todokoro Y, Nagadoi A, Kurumizaka H, Nishimura Y and Akashi S
Biochemistry, 2013, 52(31): 5155-5157

Interaction between basic residues of Epstein-Barr virus EBNAL protein and cellular chromatin mediates viral plasmid maintenance
Kanda T, Horikoshi N, Murata T, Kawashima D, Sugimoto A, Narita Y, Kurumizaka H and Tsurumi T
J Biol Chem, 2013, 288(33): 24189-24199

Adaptive lambda square dynamics simulation: an efficient conformational sampling method for biomolecules
Ikebe J, Sakuraba S and Kono H
J Comput Chem, 2014, 35(1): 39-50

A novel method for purification of the endogenously expressed fission yeast Set2 complex
Suzuki S, Nagao K, Obuse C, Murakami Y and Takahata S
Protein Expr Purif, 2014, 97c: 44-49

CxxC-ZF domain is needed for KDM2A to demethylate histone in rDNA promoter in response to starvation
Tanaka Y, Umata T, Okamoto K, Obuse C and Tsuneoka M
Cell Struct Funct, 2014, doi.org/10.1247/csf.13022

Human origin recognition complex binds preferentially to G-quadruplex-preferable RNA and single-stranded DNA
Hoshina S, Yura K, Teranishi H, Kiyasu N, Tominaga A, Kadoma H, Nakatsuka A, Kunichika T, Obuse C and Waga S
J Biol Chem, 2013, 288(42): 30161-30171

NEAT1 long noncoding RNA regulates transcription via protein sequestration within subnuclear bodies
Hirose T, Virnicchi G, Tanigawa A, Naganuma T, Li R, Kimura H, Yokoi T, Nakagawa S, Benard M, Fox AH and Pierron G
Mol Biol Cell, 2014, 25(1): 169-183

Myelodysplastic syndromes are induced by histone methylation-altering ASXL1 mutations

Inoue D, Kitaura J, Togami K, Nishimura K, Enomoto Y, Uchida T, Kagiyama Y, Kawabata KC, Nakahara F, 1zawa K, Oki T, Maehara A, Isobe M,
Tsuchiya A, Harada Y, Harada H, Ochiya T, Aburatani H, Kimura H, Thol F, Heuser M, Levine RL, Abdel-Wahab O and Kitamura T

J Clin Invest, 2013, 123(11): 4627-4640

JMJD1C, a JmjC domain-containing protein, is required for long-term maintenance of male germ cells in mice
Kuroki S, Akiyoshi M, Tokura M, Miyachi H, Nakai Y, Kimura H, Shinkai Y and Tachibana M
Biol Reprod, 2013, 89(4): 93

Epigenetics of eu- and heterochromatin in inverted and conventional nuclei from mouse retina
Eberhart A, Feodorova Y, Song C, Wanner G, Kiseleva E, Furukawa T, Kimura H, Schotta G, Leonhardt H, Joffe B and Solovei |
Chromosome Res, 2013, 21(5): 535-554

Enhanced chromatin dynamics by FACT promotes transcriptional restart after UV-induced DNA damage

Dinant C, Ampatziadis-Michailidis G, Lans H, Tresini M, Lagarou A, Grosbart M, Theil AF, Van Cappellen WA, Kimura H, Bartek J, Fousteri M,
Houtsmuller AB, Vermeulen W and Marteijn JA

Mol Cell, 2013, 51(4): 469-479

Redistribution of the Lamin B1 genomic binding profile affects rearrangement of heterochromatic domains and SAHF formation during
senescence

Sadaie M, Salama R, Carroll T, Tomimatsu K, Chandra T, Young AR, Narita M, Perez-Mancera PA, Bennett DC, Chong H, Kimura H and Narita M
Genes Dev, 2013, 27(16): 1800-1808

In aggressive variants of non-Hodgkin lymphomas, Ezh2 is strongly expressed and polycomb repressive complex PRC1.4 dominates over
PRC1.2

Abd Al Kader L, Oka T, Takata K, Sun X, Sato H, Murakami |, Toji T, Manabe A, Kimura H and Yoshino T

Virchows Arch, 2013, 463(5): 697-711

Pericentric heterochromatin generated by HP1 protein interaction-defective histone methyltransferase Suv39h1
Muramatsu D, Singh PB, Kimura H, Tachibana M and Shinkai Y
J Biol Chem, 2013, 288(35): 25285-25296

Latrunculin A treatment prevents abnormal chromosome segregation for successful development of cloned embryos
Terashita Y, Yamagata K, Tokoro M, Itoi F, Wakayama S, Li C, Sato E, Tanemura K and Wakayama T
PLoS One, 2013, 8(10): €78380

Non-destructive handling of individual chromatin fibers isolated from single cells in a microfluidic device utilizing an optically driven
microtool

Oana H, Nishikawa K, Matsuhara H, Yamamoto A, Yamamoto TG, Haraguchi T, Hiraoka Y and Washizu M

Lab Chip, 2014, 14(4): 696-704

Puromycin resistance gene as an effective selection marker for ciliate Tetrahymena
lwamoto M, Mori C, Hiraoka Y and Haraguchi T
Gene, 2014, 534(2): 249-255

The role of chromosomal retention of noncoding RNA in meiosis
Ding DQ, Haraguchi T and Hiraoka Y
Chromosome Res, 2013, 21(6-7): 665-672

Recruitment of the autophagic machinery to endosomes during infection is mediated by ubiquitin

Fujita N, Morita E, Itoh T, Tanaka A, Nakaoka M, Osada Y, Umemoto T, Saitoh T, Nakatogawa H, Kobayashi S, Haraguchi T, Guan JL, lwai K,
Tokunaga F, Saito K, Ishibashi K, Akira S, Fukuda M, Noda T and Yoshimori T

J Cell Biol, 2013, 203(1): 115-128




The role of Importin-betas in the maintenance and lineage commitment of mouse embryonic stem cells
Sangel P, Oka M and Yoneda Y
FEBS Open Bio, 2014, 4: 112-120

Quantitative regulation of nuclear pore complex proteins by O-GIcNAcylation
Mizuguchi-Hata C, Ogawa Y, Oka M and Yoneda Y
Biochim Biophys Acta, 2013, 1833(12): 2682-2689

Importin alpha subtypes determine differential transcription factor localization in embryonic stem cells maintenance

Yasuhara N, Yamagishi R, Arai Y, Mehmood R, Kimoto C, Fujita T, Touma K, Kaneko A, Kamikawa Y, Moriyama T, Yanagida T, Kaneko H and Yoneda
Y

Dev Cell, 2013, 26(2): 123-135

The transcriptional cofactor MCAF1/ATF7IP is involved in histone gene expression and cellular senescence
Sasai N, Saitoh N, Saitoh H and Nakao M
PL0OS One, 2013, 8(7): 68478

Generation of a Monoclonal Antibody for INI1/hSNF5/BAF47
Harada A, Hayashi M, Kuniyoshi Y, Semba Y, Sugahara S, Tachibana T, Ohkawa Y and Fujita M
Monoclon Antib Immunodiagn Immunother, 2014, 33(1): 49-51

Production of a Monoclonal Antibody for C/EBPbeta: The Subnuclear Localization of C/EBPbeta in Mouse L929 Cells
Harada A, Okazaki E, Okada S, Tachibana T and Ohkawa Y
Monoclon Antib Immunodiagn Immunother, 2014, 33(1): 34-37

The PPARgamma locus makes long-range chromatin interactions with selected tissue-specific gene loci during adipocyte differentiation
in a protein kinase A dependent manner

Leblanc SE, Wu Q, Barutcu AR, Xiao H, Ohkawa Y and Imbalzano AN

PLoS One, 2014, 9(1): e86140

Whnt signaling regulates left-right axis formation in the node of mouse embryos
Kitajima K, Oki S, Ohkawa Y, Sumi T and Meno C
Dev Biol, 2013, 380(2): 222-232
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