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A cluster of non-coding RNAs activates the ESR1 locus during breast cancer adaptation
Tomita S, Abdalla MOA, Fujiwara S, Matsumori H, Maehara K, Ohkawa Y, Iwase H, Saitoh N, and Nakao M.

Nat. Comm. 6: 6966, 2015.
http://www.nature.com/ncomms/2015/150429/ncomms7966/full/ncomms7966.html
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BAF is a cytosolic DNA sensor that leads to exogenous DNA avoiding autophagy.
Kobayashi S, Koujin T, Kojidani T, Osakada H, Mori C, Hiraoka Y, Haraguchi T.

Proc. Natl. Acad. Sci. USA 112(22): 7027-7032, 2015
http://www.pnas.org/content/112/22/7027 full.pdf?with-ds=yes
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Mammalian NET-seq reveals genome-wide nascent transcription coupled to RNA processing

Nojima T, Gomes T, Grosso AR, Kimura H, Dye MJ, Dhir S, Carmo-Fonseca M and Proudfoot NJ
Cell 161, 526-540, 2015
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(NET-seq) 7&D* Weissman FIZREHDSIHEETN TS (Churchman and Weissman, 2011), NET-seq A Tl&. Flag #
IhMHIEN Pol Il 4712w kD ORF HhEERS / LA TN TWBHED 5. Flag S&EFICT Pol Il (cEHEE
BEBEBT ST LITK 2T BEERPDIFE RNA Z—BEL NV THANSZZ EHNTES,
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BRIBTERTEZSTIEHBH. ESWVDSDIFD Flag Z VELUNIBWNSE T EDNTERL, LHvE., HAIEM
faZz AL T NET-seq EZHEIL LTeAIIES L ThHD o fc, =EICHER T, SITHEROR. MILEMIAD NET-seq /&
DOBEFEICHIIL. ZDAZEE mammalian NET-seq (MNET-seq) & & HF2 T ENTER,
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etal, 2011), EBRRWNC &l R AIIIESHEERET (CPSF73, CstF64/CstF6dtau) &=/ v 7203 B ik
Y. TESEBDE—7 DD L. EEREREZE (Termination defect) BMEHEEIND K5 1CH D, TOERHLS. KU A
AIMEESEIFIE L EELX KBTS/, Polll DEEEXE— R%& TES CGELSAH L TWAB T EHATB I N,
mNET-seq Eld TN 5 DOMICE, <12 0O RNA BIBRAEERDF T « 7 APEERIIARICH T 24 RNA KB O
LOWETIVERE LT, TTTEINRTTHBET BT ENTERVDT, EEDRYZRIFCEWNEEL,
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D 1) B8 Pol Il CTD (Y1P, T4P, S7P 1z &) REMGEFAERNA 7O 7 7 A ILPDEINYPTV./ > O—FT 1« %7 RNA
DOFFHEE EEFDICEFT L TWNBETATH D, MNET-seq EIC KW SE TR T ENRTEGD . Pol ICTD
O— RO 5T HE RNA 7 — )L FADBRIESEINIZIED Y T %, mNET-seq 7EDFTHE RNA BFAZED A 2 > Z— K
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