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Crystal structure and stable property of the cancer-associated heterotypic nucleosome containing
CENP-A and H3.3.
Arimura Y, Shirayama K, Horikoshi N, Fujita R, Taguchi H, Kagawa W, Fukagawa T, Almouzni G, Kurumizaka H

Sci. Rep. 2014 Nov 19;4:7115.
http://www.nature.com/srep/2014/141119/srep07115/full/srep07115.html
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(1) Mislocalization of the centromeric histone variant CenH3/CENP-A in human cells depends on the chaperone DAXX., Lacoste N,
Woolfe A, Tachiwana H, Garea AV, Barth T, Cantaloube S, Kurumizaka H, Imhof A, Alimouzni G., Mol. Cell. 2014 Feb 20;53(4):631-644.

QOFBEEIIE SO DY, Scientific Reports FHICIBE INE Lic, ARMRIE. FEAHBHHE (H26.11/12)
ICBEINE LT

Computational image analysis of colony and nuclear morphology to evaluate human induced
pluripotent stem cells
Tokunaga K, Saitoh N, Goldberg IG, Sakamoto C, Yasuda Y, Yoshida Y, Yamanaka S, Nakao M.

Sci. Rep. 2014 Nov 11;4:6996.
http://www.nature.com/srep/2014/141111/srep06996/full/srep06996.html
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Incorporation of histone H3.1 suppresses the lineage potential of skeletal muscle.
Harada A, Maehara K, Sato Y, Konno D, Tachibana T, Kimura H, Ohkawa Y

Nucleic Acids Res. 2015 Jan;43(2):775-86.
http://nar.oxfordjournals.org/content/43/2/775.long
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DNA binding properties of the actin-related protein Arp8 and its role in DNA repair.

Osakabe A, Takahashi Y, Murakami H, Otawa K, Tachiwana H, Oma Y, Nishijima H, Shibahara Kl, Kurumizaka H, Harata M
PLoS One. 2014 Oct 9;9(10):e108354.

Crystal structure and stable property of the cancer-associated heterotypic nucleosome containing CENP-A and H3.3
Arimura Y, Shirayama K, Horikoshi N, Fujita R, Taguchi H, Kagawa W, Fukagawa T, Almouzni G and Kurumizaka H
Sci Rep, 2014, 4: 7115

Distinct features of the histone core structure in nucleosomes containing the histone H2A.B variant
Sugiyama M, Arimura Y, Shirayama K, Fujita R, Oba Y, Sato N, Inoue R, Oda T, Sato M, Heenan RK and Kurumizaka H
Biophys J, 2014, 106(10): 2206-2213

Napl stimulates homologous recombination by RAD51 and RAD54 in higher-ordered chromatin containing histone H1

Machida S, Takaku M, lkura M, Sun J, Suzuki H, Kobayashi W, Kinomura A, Osakabe A, Tachiwana H, Horikoshi Y, Fukuto A, Matsuda R, Ura K,
Tashiro S, Ikura T and Kurumizaka H

Sci Rep, 2014, 4: 4863

Histone H4 Lys 20 monomethylation of the CENP-A nucleosome is essential for kinetochore assembly
Hori T, Shang WH, Toyoda A, Misu S, Monma N, lkeo K, Molina O, Vargiu G, Fujiyama A, Kimura H, Earnshaw WC and Fukagawa T
Dev Cell, 2014, 29(6): 740-749

The CENP-O complex requirement varies among different cell types
Kagawa N, Hori T, Hoki Y, Hosoya O, Tsutsui K, Saga Y, Sado T and Fukagawa T
Chromosome Res, 2014, 22(3): 293-303

Two arginine residues suppress the flexibility of nucleosomal DNA in the canonical nucleosome core
Kono H, Shirayama K, Arimura Y, Tachiwana H and Kurumizaka H
PLoS One, 2015, 10(3): e0120635

Regulation of RNA polymerase Il activation by histone acetylation in single living cells
Stasevich TJ, Hayashi-Takanaka Y, Sato Y, Maehara K, Ohkawa Y, Sakata-Sogawa K, Tokunaga M, Nagase T, Nozaki N, Mcnally JG and Kimura H
Nature, 2014, 516(7530): 272-275

Evaluation of chemical fluorescent dyes as a protein conjugation partner for live cell imaging
Hayashi-Takanaka Y, Stasevich TJ, Kurumizaka H, Nozaki N and Kimura H
PLOS One, 2014, 9(9): e106271

Heterochromatin dynamics during the differentiation process revealed by the DNA methylation reporter mouse, MethylRO
Ueda J, Maehara K, Mashiko D, Ichinose T, Yao T, Hori M, Sato Y, Kimura H, Ohkawa Y and Yamagata K
Stem Cell Reports, 2014, 2(6): 910-924

Biased assembly of the nuclear pore complex is required for somatic and germline nuclear differentiation in Tetrahymena
lwamoto M, Koujin T, Osakada H, Mori C, Kojidani T, Matsuda A, Asakawa H, Hiraoka Y and Haraguchi T
J Cell Sci, 2015, doi: 10.1242/jcs.167353

Fluorescence correlation spectroscopy with visible-wavelength superconducting nanowire single-photon detector
Yamashita T, Liu D, Miki S, Yamamoto J, Haraguchi T, Kinjo M, Hiraoka Y, Wang Z and Terai H
Opt Express, 2014, 22(23): 28783-28789

Externally Controllable Molecular Communication
Nakano T, Kobayashi S, Suda T, Okaie Y, Hiraoka Y, Haraguchi T
IEEE J Sel Area Comm, 2014, 32 (12), 2417-2431, doi: 10.1109/JSAC.2014.2367667




Characterization of nuclear pore complex components in fission yeast Schizosaccharomyces pombe.
Asakawa H, Yang HJ, Yamamoto TG, Ohtsuki C, Chikashige Y, Sakata-Sogawa K, Tokunaga M, lwamoto M, Hiraoka Y, Haraguchi T
Nucleus, 5(2):149-162

Nuclear actin activates human transcription factor genes including the OCT4 gene
Yamazaki S, Yamamoto K, Tokunaga M, Sakata-Sogawa K and Harata M
Biosci Biotechnol Biochem, 2015, 79(2): 242-246

Incorporation of histone H3.1 suppresses the lineage potential of skeletal muscle
Harada A, Maehara K, Sato Y, Konno D, Tachibana T, Kimura H and Ohkawa Y
Nucleic Acids Res, 2015, 43(2): 775-786

Glycolytic genes are targets of the nuclear receptor Ad4BP/SF-1

Baba T, Otake H, Sato T, Miyabayashi K, Shishido Y, Wang CY, Shima Y, Kimura H, Yagi M, Ishihara Y, Hino S, Ogawa H, Nakao M, Yamazaki T,
Kang D, Ohkawa Y, Suyama M, Chung BC and Morohashi K

Nat Commun, 2014, 5: 3634

Meiotic nuclear movements in fission yeast are regulated by the transcription factor Mei4 downstream of a Cdsl-dependent replication
checkpoint pathway

Ruan K, Yamamoto TG, Asakawa H, Chikashige Y, Masukata H, Haraguchi T and Hiraoka Y

Genes Cells, 2015, 20(3): 160-172

Chromosomes rein back the spindle pole body during horsetail movement in fission yeast meiosis
Chikashige Y, Yamane M, Okamasa K, Mori C, Fukuta N, Matsuda A, Haraguchi T and Hiraoka Y
Cell Struct Funct, 2014, 39(2): 93-100

Regulation of homologous recombinational repair by lamin B1 in radiation-induced DNA damage
Liu NA, Sun J, Kono K, Horikoshi Y, lkura T, Tong X, Haraguchi T and Tashiro S
FASEB J, 2015, doi: 10.1096/fj.14-265546

Reorganization of damaged chromatin by the exchange of histone variant H2A.Z-2

Nishibuchi I, Suzuki H, Kinomura A, Sun J, Liu NA, Horikoshi Y, Shima H, Kusakabe M, Harata M, Fukagawa T, lkura T, Ishida T, Nagata Y and
Tashiro S

Int J Radiat Oncol Biol Phys, 2014, 89(4): 736-744

Adhesion of suspension cells on a coverslip in serum-free conditions
Nakayama T, Mihara K, Kawata J, Kimura H and Saitoh H
Anal Biochem, 2014, 466(1-3)
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Charge-neutralization effect of the tail regions on the histone H2A/H2B dimer structure
Saikusa K, Shimoyama S, Asano Y, Nagadoi A, Sato M, Kurumizaka H, Nishimura Y and Akashi S
Protein Sci, 2015, doi: 10.1002/pro.2673

Mass spectrometric approach for characterizing the disordered tail regions of the histone H2A/H2B dimer
Saikusa K, Nagadoi A, Hara K, Fuchigami S, Kurumizaka H, Nishimura Y and Akashi S
Anal Chem, 2015, 87(4): 2220-2227

Human tNASP promotes in vitro nucleosome assembly with histone H3.3
Kato D, Osakabe A, Tachiwana H, Tanaka H and Kurumizaka H
Biochemistry, 2015, 54(5): 1171-1179

A method for evaluating nucleosome stability with a protein-binding fluorescent dye
Taguchi H, Horikoshi N, Arimura Y and Kurumizaka H
Methods, 2014, 70(2-3): 119-126

N-terminal phosphorylation of HP1alpha increases its nucleosome-binding specificity

Nishibuchi G, Machida S, Osakabe A, Murakoshi H, Hiragami-Hamada K, Nakagawa R, Fischle W, Nishimura Y, Kurumizaka H, Tagami H and
Nakayama J

Nucleic Acids Res, 2014, 42(20): 12498-12511

Expression and purification of human FANCI and FANCD2 using Escherichia coli cells
Takahashi D, Sato K, Shimomuki M, Takata M and Kurumizaka H
Protein Expr Purif, 2014, 103: 8-15

FANCD2 binds CtIP and regulates DNA-end resection during DNA interstrand crosslink repair
Unno J, ltaya A, Taoka M, Sato K, Tomida J, Sakai W, Sugasawa K, Ishiai M, Ikura T, Isobe T, Kurumizaka H and Takata M
Cell Rep, 2014, 7(4): 1039-1047

Defective FANCI binding by a fanconi anemia-related FANCD2 mutant
Sato K, Ishiai M, Takata M and Kurumizaka H
PL0S One, 2014, 9(12): e114752

Structure of human nucleosome containing the testis-specific histone variant TSH2B.
Urahama T, Horikoshi N, Osakabe A, Tachiwana H, Kurumizaka H.
Acta Crystallogr F Struct Biol Commun, 2014 Apr;70(Pt 4):444-9.

Local dynamics coupled to hydration water determines DNA-sequence-dependent deformability
Nakagawa H, Yonetani Y, Nakajima K, Ohira-Kawamura S, Kikuchi T, Inamura Y, Kataoka M and Kono H
Phys Rev E Stat Nonlin Soft Matter Phys, 2014, 90(2): 022723



Intensity of Diffracted X-rays from Biomolecules with Radiation Damage Caused by Strong X-ray Pulses
Kai T, Tokuhiga A, Moribayashi K, Fukuda Y, Kono H, Go N
J. Phys. Soc. Jpn. 2014, 83: 094301 doi: 10.7566/JPSJ.83.094301

An annexin A1-FPR1 interaction contributes to necroptosis of keratinocytes in severe cutaneous adverse drug reactions
Saito N, Qiao H, Yanagi T, Shinkuma S, Nishimura K, Suto A, Fujita Y, Suzuki S, Nomura T, Nakamura H, Nagao K, Obuse C, Shimizu H and Abe R
Sci Transl Med, 2014, 6(245): 245ra295

A novel method for purification of the endogenously expressed fission yeast Set2 complex
Suzuki S, Nagao K, Obuse C, Murakami Y and Takahata S
Protein Expr Purif, 2014, 97: 44-49

CxxC-ZF domain is needed for KDM2A to demethylate histone in rDNA promoter in response to starvation
Tanaka Y, Umata T, Okamoto K, Obuse C and Tsuneoka M
Cell Struct Funct, 2014, 39(1): 79-92

Coordinated expression of H3K9 histone methyltransferases during tooth development in mice
Kamiunten T, Ideno H, Shimada A, Nakamura Y, Kimura H, Nakashima K and Nifuji A
Histochem Cell Biol, 2015, 143(3): 259-266

Phenotype Specific Analyses Reveal Distinct Regulatory Mechanism for Chronically Activated p53

Kirschner K, Samarajiwa SA, Cairns JM, Menon S, Perez-Mancera PA, Tomimatsu K, Bermejo-Rodriguez C, Ito Y, Chandra T, Narita M, Lyons SK,
Lynch AG, Kimura H, Ohbayashi T, Tavare S and Narita M

PL0S Genet, 2015, 11(3): €1005053

H3K36 Trimethylation-Mediated Epigenetic Regulation is Activated by Bam and Promotes Germ Cell Differentiation During Early
Oogenesis in Drosophila

Mukai M, Hira S, Nakamura K, Nakamura S, Kimura H, Sato M and Kobayashi S

Biol Open, 2015, 4(2): 119-124

Quantifying histone and RNA polymerase Il post-translational modification dynamics in mother and daughter cells
Stasevich TJ, Sato Y, Nozaki N and Kimura H
Methods, 2014, 70(2-3): 77-88

Hierarchical molecular events driven by oocyte-specific factors lead to rapid and extensive reprogramming
Jullien J, Miyamoto K, Pasque V, Allen GE, Bradshaw CR, Garrett NJ, Halley-Stott RP, Kimura H, Ohsumi K and Gurdon JB
Mol Cell, 2014, 55(4): 524-536

Nuclear dynamics of topoisomerase llbeta reflects its catalytic activity that is regulated by binding of RNA to the C-terminal domain
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