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Dmrt factors determine the positional information of cerebral cortical progenitors via
differential suppression of homeobox genes

t*Konno D, Kishida C, Maehara K, Ohkawa Y, Kiyonari H, Okada S, *Matsuzaki F.
Development. 2019 Aug 13. doi: 10.1242/dev.174243.
https://dev.biologists.org/content/146/15/dev174243.long
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ERHHRR (CHFERV(CRIR 9 BZinc fingerBlER ERF T DdDmrt3, Dmrta2, Dmrtal B E 5T (CHaE
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D URIFREDBVEEZ UIEV). CORFTZIGHTZHY]. DmrtEFORMFEL (CH 1T DEENFFEETFER
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(T D& T, DMtRAIFMEE T DS/ ATERICHB I DN RV EERRUIZ. TORER. &%
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B AP CESTEATTAR. FEMTSHEMAFTAER S DX H Communications
BiologysscEEiaNFE Ulz. AR LB REATTDEER T .
Nucleosome destabilization by nuclear non-coding RNAs

tFujita R, TYamamoto T, Arimura Y, Fujiwara S, Tachiwana H, Ichikawa Y, Sakata Y, Yang L,
Maruyama R, Hamada M, Nakao M, *Saitoh N, * Kurumizaka H.

Commun Biol. 2020 Feb 11. doi: 10.1038/s42003-020-0784-9.
https://www.nature.com/articles/s42003-020-0784-9
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CDZEMNS. I/ 7RNADEREN. JONFUOEARBEM THDIX I LAY — LADOREEZFEL T
WDAIEEMNEZ BNz, €2 T, I/ J7RNAD 1 DTHhDEleanor2 RNAZTRR L. Bk LIz
DAY —LZBAWTEEENFERZEITRA DI, TOMERE. IL/7RNAFEFClE. XTLAYV—A
D EXR M H2A-H2BORREENMEEESND C EZFER Uz, T/ 77RNABIINDRNAT ERIKDEME
RESNE, —AT. ZREEZER UL \poly(U)RNAYDNATIE. XTLAYV—LFRDER K>
H2A-H2BDRBEDIEENR SN o fz. F/z. #i3%& AU VZFAIRE-gPCRYPATAC-seqDEFTMN S,
TL/PRNAD /W OF IR, T/ PRNADEREICK > TA-T>oOXF AL Uztllg £(C. 2
LAY — LD FEENDCEZASMNCUIZ. LEDERMNS., 20O F > (CERE T DRNAG.
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Fluid-like chromatin: Toward understanding the real chromatin organization present in
the cell

*Maeshima K, Tamura S, Hansen J C, Itoh Y.

Curr Opin Cell Biol. 2020 June doi: 10.1016/j.ceb.2020.02.016.
https://www.sciencedirect.com/science/article/pii/S0955067420300399
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Improved Methods for Preparing the Telomere Tethering Complex Bqt1-Bqt2 for Structural Studies.
Yuzurihara H, Aizawa Y, Saotome M, Ichikawa Y, Yokoyama H, Chikashige Y, Haraguchi T, Hiraoka Y, *Kurumizaka H, *Kagawa W.
Protein J. 39(2):174-181. (2020) doi: 10.1007/s10930-020-09887-z.

Intracellular ATP levels influence cell fates in Dictyostelium discoideum differentiation.
Hiraoka H, Nakano T, Kuwana S, Fukuzawa M, Hirano Y, Ueda M, Haraguchi T, *Hiraoka Y.
Genes Cells. 25(5):312-326. (2020) doi: 10.1111/gtc.12763.

Human Ebp1 rescues the synthetic lethal growth of fission yeast cells lacking Cdb4 and Nup184.
Osemwenkhae OP, Sakuno T, Hirano Y, Asakawa H, Hayashi-Takanaka Y, Haraguchi T, *Hiracka Y.
Genes Cells. 25(4):288-295. (2020) doi: 10.1111/gtc.12757.

Roles of Remote and Contact Forces in Epithelial Cell Structure Formation.
*Nakano T, Okaie Y, Kinugasa Y, Koujin T, Suda T, Hiraoka Y, Haraguchi T.
Biophys J. 118(6):1466-1478. (2020) doi: 10.1016/j.bpj.2020.01.037.

Nucleosome destabilization by nuclear non-coding RNAs.

TFujita R, TYamamoto T, Arimura Y, Fujiwara S, Tachiwana H, Ichikawa Y, Sakata S, Yang L, Maruyama R, Hamada M, Nakao M, ‘Saitoh
N, *Kurumizaka H.

Commun Biol. 3, 60, (2020) doi: 10.1038/s42003 -020-0784-9 (T [F]ZE0H %)

The Eleanor ncRNAs activate the topological domain of the ESR1 locus to balance against apoptosis.
Abdalla MOA, Yamamoto T, Maehara K, Nogami J, Ohkawa Y, Miura H, Poonperm R, Hiratani |, Nakayama H, Nakao M, *Saitoh N.
Nat Commun. 10:3778 (2019) doi: 10.1038/s41467-019-11378-4.

Genome-wide kinetic properties of transcriptional bursting in mouse embryonic stem cells.

*Qchiai H, Hayashi H, Umeda M, Yoshimura M, Harada A, Shimizu Y, Nakano K, Saitoh N, Liu Z, Yamamoto T, Okamura T,Ohkawa Y,
Kimura H, *Nikaido H.

Sci Adv. (2020) doi: https://doi.org/10.1101/736207

Intrabody-based FRET probe to visualize endogenous histone acetylation.
Chung ClI, Sato Y, Ohmuro-Matsuyama Y, Machida S, Kurumizaka H, Kimura H, *Ueda H.
Sci Rep. 9, 10188 (2019) doi: 10.1038/s41598 -019-46573-2

Incorporation and influence of Leishmania histone H3 in chromatin.
Dacher M, Tachiwana H, Horikoshi N, Kuijirai T, Taguchi H,Kimura H, *Kurumizaka H.
Nucleic Acids Res. 47, 11637-11648 (2019) doi: 10.1093/nar/gkz1040

Structure-based design of an H2 A.Z.1 mutant stabilizing a nucleosome in vitro and in vivo.
Horikoshi N, Kujirai T, Sato K, Kimura H, *Kurumizaka H.
Biochem Biophys Res Commun. 515, 719-724 (2019) doi: 10.1016/j.bbrc.2019.06.012

Dmrt factors determine the positional information of cere bral cortical progenitors via differential suppression of homeobox
genes.

TKonno D, *Kishida C, Maehara K, Ohkawa Y, Kiyonari H, Okada S, TMatsuzaki F.
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Oya E, Nakagawa R, Yoshimura Y, Tanaka M, Nishibuchi G, Machida S, Shirai A, Ekwall K, Kurumizaka H, Tagami H, *Nakayama J.
EMBO Rep. 20, €48111 (2019) doi: 10.15252/embr.201948111

Mitotic phosphorylation of HP1 a regulates its cell cycle -dependent chromatin binding.
Nishibuchi G, Machida S, Nakagawa R, Yoshimura Y, Hiragami-Hamada K, Abe Y, Kurumizaka H, Tagami H, *Nakayama J.
J Biochem. 165, 433—-446 (2019) doi: 10.1093/jb/mvy117

Structural Studies of Overlapping Dinucleosomes in Solution.
Matsumoto A, *Sugiyama M, Li Z, Martel A, Porcar L, Inoue R, Kato D, Osakabe A, * Kurumizaka H, *Kono H.
Biophys J. 118, 1-11 (2019) doi: 10.1016/j.bpj.2019.12.010.

Organization of fast and slow chromatin revealed by single -nucleosome dynamics.
Ashwin SS, Nozaki T, Maeshima K, *Sasai M.
Proc Natl Acad Sci U S A. 116, 19939-19944. (2019) doi: 10.1073/pnas.1907342116.

Histone H3K9 Methyltransferase G9a in Oocytes Is Essential for Preimplantation Development but Dispensable for CG
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